April 29, 2019 
POLITICS DICTATES SCIENTIFIC TRUTH 
Introduction 


Scientific truth depends on experimental and theoretical verifications. How can politics play a 
role in deciding scientific truth? This requires a careful inter-disciplinary study. We are going to 
look at one of the most well-known scientific truths, namely the DNA double helix. Or is it? 
The historical development of this scientific finding is of crucial importance. 


DNA is the abbreviation of deoxyribonucleic acid. Historically, the following important 
scientific studies occurred sequentially: 


Johann Friedrich Miescher identified DNA as a new substance in 1868, 


In 1910, Albrecht Kossel digested DNA and identified the four bases: cytosine ©, thymine (T), 
Adenine (A) and Guanine (G). 


In 1931, P. A. Levene and L. W. Bass identified the sugar-phosphate backbone of DNA. 


In 1944, Oswald Avery, Colin MacLeod and Maclyn McCarty repeated the unfinished 
experiment of Frederick Griffith on the virulence of pneumococci and identified DNA as the 
genetic material responsible for virulence. 


In 1950, Erwin Chargaff discovered that for most organisms, the amounts of the four bases were 
not random but followed the rule of [A] = [T] and [G] = [C]. 


In 1952, S. Furberg proposed a model of DNA with straight backbone. 
In 1953, L. Pauling and R. B. Corey suggested a triple helical model of DNA. 


In 1953, three papers were published in Nature with the following authors: (1) J. D. Watson and 
F. H. C. Crick, (2) M. H. F. Wilkins, A. R. Stokes and H. R. Wilson, and (3) R. E. Franklin and 
R. G. Gosling, stating that the secondary structure of DNA was a double helix. 


In 1958, M. Meselson and F. W. Stahl discovered that DNA replicated semi-conservatively. 


In 1961, Hoogsteen found that experimentally A and T are base-paired in the Hoogsteen 
configuration rather than the Watson-Crick configuration. 


In 1962, the Nobel Prize was given to Watson, Crick and Wilkins and the scientific community 
concluded that the secondary structure of DNA is the double helix they proposed in 1953. The 
Nobel Prize plays the essential role of politics so that no scientific discussion will be allowed. 


Personal involvement 


I was introduced to the secondary structure of DNA in 1961 after I have finished my formal 
education. After high school, I studied medicine for four years, mechanical engineering for two 
years and applied physics and mathematics for three years. My unconventional educational 
background brought me to visit a Professor of Biology at the Massachusetts Institute of 
Technology (MIT) who was formerly trained as a nuclear physicist. 


He explained to me that the DNA double helix posed an impossible problem for DNA 
replication. As mentioned before, DNA _ replicated semi-conservatively, i.e. the two 
complementary strands had to separate by unwinding. After replication, the two daughter 
molecules had to re-wind into double helices. All that occurred inside the cell nucleus 
containing a highly viscous fluid. He illustrated unwinding by moving the eraser from the left to 
the right on his desk, and rewinding by moving from the right back to the left. Both processes 
require energy and would generate lots of heat. 


He said that from his training in physics, semi-conservative replication of DNA double helix 
would be impossible due to two requirements: (1) energy required to overcome the viscous fluid 
inside the cell nucleus, and (2) massive amounts of heat generated by viscous drag. He did not 
mention that the unwinding of human DNA double helix during the cycle of cell replication 
would be much faster than the maximum speed of ultra-centrifuges. 


Out of curiosity, I decided to look for publications by that Professor. Before moving to MIT, he 
was a Professor of Physics at the University of Michigan. Interestingly, he had published a paper 
suggesting that unwinding and rewinding during semiconservative replication of DNA double 
helix posed no physical problem. Why was he telling me the reverse? My only conclusion was 
that his conscience might be bothering him. 


I thanked him for introducing me to an interesting problem. However, I never realized that 
politics played an essential role in this problem. How could Nobel laureates be wrong? Finding 
a solution to the problem of semi-conservative replication for DNA double helix would be left to 
the enzymologist isolating numerous topoisomerases, helicases, etc. Contradicting the secondary 
structure of the DNA double helix was a forbidden problem. 


However, I decided to read the three 1953 papers published in Nature carefully. I realized that 
the crucial experimental finding was the X-ray diffraction picture of the sodium salt of DNA 
fiber at 92% relative humidity, known as Photograph #51. Also I discovered that Wilkins’ group 
tried very hard to get a different X-ray diffraction picture of lithtum salt of DNA at 66% relative 
humidity in 1960. 


In addition, I realized that my biologist friends had absolutely no knowledge of equation of a 
helix, Fourier transform to analyze X-ray diffraction pictures, reciprocal space, Bessel functions, 
etc. How could they interpret the information in Photograph #51? 


Politics first 


The first thing I noticed about the three 1953 papers was the date of submission. It was April 2, 
1953. Then the date of the issue of Nature was clearly marked as April 25, 1953. The standard 
procedure was for the Editor to mail submitted papers to referees to review. The referees after 
reading the papers carefully would suggest some changes. Then these papers would be mailed 
back to the Editor who scheduled them for publication. Could all such processes be finished in 
23 days? I doubted it. Therefore, my conclusion was that these three papers were never 
reviewed. 


In the meantime, I discovered that the results in these three papers were discussed by Sir Bragg 
at a conference before publication. As the youngest Nobel laureate at that time, Sir Bragg 
probably had the authority of submitting these papers to Nature requesting no review. However, 
he should have reviewed them. He should be responsible for any mistakes. 


Another political issue came into play. Also as mentioned before, Pauling and Corey had 
published a paper on DNA secondary structure as a triple helix with the sugar-phosphate 
backbone in the middle. The DNA double helix on the other hand had the base-pairs in the 
middle. Pauling and Corey also published anti-parallel beta-strands for protein secondary 
structures. Therefore, the competition was very keen. They needed to rush to the correct 
secondary structure of DNA. 


Nine years later, with the publication of the lithtum DNA fiber at 66% relative humidity X-ray 
diffraction picture, Watson, Crick and Wilkins got the Nobel Prize. Most likely, they were 
nominated by Sir Bragg. The interesting part was that Photograph #51 was taken by Gosling. 
Being a graduate student, he had no share. Even more interesting, after he received his Ph. D. 
degree, he left the field completely. 


Out of the seven authors of these three 1953 papers, six of them were mathematical physicists. 
Watson was trained as a biologist. Wilkins was involved in the Manhattan Project during the 
Second World War developing the atomic bomb. Why did they decide that Photograph #51 was 
not good enough and had to be replaced it by another X-ray diffraction picture of DNA fiber 
under totally non-physiological conditions? 


We do not have lithium salt in our system. Lithium salt is used to treat some mental diseases. 


Our body contains about 70% water. 100% relative humidity is probably physiological. 66% is 
definitely not. Ideally, we should use potassium salt of DNA fiber at 100% relative humidity. 


Once the Nobel Prize was awarded, the DNA double helix has to be the truth and nothing but the 
truth. Politically, if one disagrees with Nobel laureates, one is committing suicide especially in 
the scientific fields. 


Explanation by biologists 


Since all biologists “believe” the DNA double helix structure as god given, any mentioning of its 
alternatives cannot be published in “mainstream” biological journals, with very few exceptions. 
One of my colleagues has been studying the mechanism of DNA replication. I asked him about 
the problem of unwinding and rewinding. He replied, “That is not my problem. Go ask the 
enzymologists.” In short, nearly all biologists think DNA is super-natural. 


Most of my biologist friends think highly of Watson and Crick. They like Watson and Crick;s 
1953 paper immensely. They love to quote the statement: 


“Tt has not escaped our notice that ....” 
In short, Watson and Crick are also super-natural. 


Have my biologists friends looked at Photograph #51? Of course they have. However, they 
have absolutely no idea that the picture represents the reciprocal space. The authors of 1953 
papers told us that Photograph #51 gave the absolute proof of DNA being a double helix. They 
had to be correct, since Watson, Crick and Wilkins are Nobel laureates. 


If I ask the biologists to measure the reciprocal space of Photograph #51, they would throw the 
picture at me and ignore my question. Basically, they would like to hide their ignorance of the 
reciprocal space. Do they care about the locations of the intensity spots? Again, please forget 
about that. Basically, they can care less. 


Can my biologist friends write down the equations for a right-handed or left-handed helix? They 
can care less about such mathematical questions. X-ray diffraction patterns of DNA fibers are 
related to the Fourier transform of helices. Who cares about Fourier transform? The locations of 
intensity spots on various layer lines are related to Bessel functions. Biologists consider Bessel's 
functions as garbage. 


Under this mentality of most biologists, it becomes extremely difficult to explain to them about 
the information content of Photograph #51. They really can care less, since they “believe” the 


DNA double helix. Does the word “believe” involve scientific proof by experiment of theory? 
The situation is very similar to religious indoctrination. 


Therefore, my last approach was to contact Wilkins, especially he published a paper indicating 
that I did not know how to measure the reciprocal space of Photograph #51. I wrote to him 
before he passed away, suggesting that I could visit him in London. The two of us could sit 
down and make careful measurements of the reciprocal space. If I made a mistake, I would 
admit it. If he made a mistake, he should also admit it. How could a Nobel laureate admit his 
mistake? Therefore, he answered, “I have lost Photograph #51.” 


From all such encounters, I realize that I have to figure out the mistake in the three 1953 papers. 
Photograph #51 


Photograph #51 is available everywhere, in textbooks, on the internet, etc. I made a copy and 
decided to stare at it for three months. What did I notice? 


The intensity spot on the first layer is directly above that on the equatorial layer line. 


Is this fact mentioned in any of the three 1953 papers? Strangely enough, I could not find that. 
What is the reason behind this omission? The reason turns out to be trivially simple. With the 
knowledge of mathematics and physics for X-ray diffraction, it provides a vitally important value 
for the argument of the Bessel function on the first layer line. However, this calculation is 
beyond the comprehension of all biologists. Basically, as before, I could not explain my findings 
to any biologist. 


On the other hand, six of the original seven authors were mathematical physicists. They as well 
as Sir Bragg should easily realize that important experimental fact. Together with the missing 
intensity spot on the fourth layer line, Photograph #51 clearly indicates that the secondary 
structure of DNA consists of four strands. The detailed explanation will be discussed later. 


Interestingly, when I wrote to the Professor of Biology at MIT about what I found, he ignored 
me completely. Even though he asked me to find a solution to the impossible problem of DNA 
semi-conservative replication, he did not dare to contradict the Nobel laureates. Politics was 
more powerful than scientific truth. 


I published some of my preliminary findings in the Bulletin of Mathematical Biology, a journal 
ignored by all biologists. I tried to send my manuscript to some of the main-stream biological 
journals. Unfortunately, they all rejected my findings, suggesting that I should never mention 
that DNA was not a double helix. 


At that time, I was a tenured Associate Professor of Biomathematics at Cornell University 
Medical College in New York City. Every year, each department presented some new findings 


to the entire college. I was assigned to talk that year, and tried my best to explain my findings to 
the entire medical community. At the end of my talk, an elderly gentleman asked me for a copy 
of my findings written without any equations. 


I thought that he wanted to read it more carefully. Instead, he communicated my manuscript to 
the Proceedings of the National Academy of Sciences. It was thus published in one of the 
journals read by all biologists. I was totally surprised. That was 1969, exactly fifty years ago. I 
received more than one thousand reprint requests, but hardly anyone dared to quote my results. I 
became public enemy number one among biologists, and lost all my research grants on totally 
unrelated topics. Politics ruled. 


Mathematics and physics 

There is one equation in these three 1953 papers. In the third paper, it stated: 

“For a smooth single strand helix the structure factor on the nth layer line is given by: 
F,=J,(2 rR) expin{ y + 7/2} 


where J,(u) is the nth-order Bessel function of u, r is the radius of the helix, and R and w are the 
radial and azimuthal coordinates in reciprocal space.” 


Therefore, the intensity spot on the nth layer line is given by the absolute value of F, squared or 
J,(2 1 rR) 


The intensity spot on the equatorial layer line is due to the constructive interference of 
side-by-side packed helixes. Therefore, R is equal to 1/2r. While the intensity spot on the first 
layer line is directly above it, the value of R is roughly the same, so that the argument of the 
Bessel function is equal to 7 or about 3.14. 


This value of the argument is sufficiently close to 3.05 and thus unambiguously indicates that n = 
2 on the first layer line. 


The structural factor is derived from the Fourier transform of a helical line given by: 
x =rcos (27 z/P) 
and 


y =rsin (27 2z/P) 


where x, y and z are the rectilinear coordinates of the physical space, and r and P are the radius 
and pitch of the right-handed helix. 


This trivially simple calculation of the argument of the Bessel function on the first layer line was 
completely ignored in these three 1953 papers. Instead, the second paper gave a completely 
wrong statement: 


“Examination of the width of layer line streaks suggests the intensities correspond more closely 
to SA Jed than tod, Jr. as” 


Therefore, they decide that the intensity spot on the first layer line correspond to Bessel function 
with n= 1. 


The first peak locations of J,? and J,’ are 1.86 and 3.05 respectively. On the other hand, the 
widths of the first peak of J,* and J,’ are roughly 1.9 and 2.1 respectively. With the knowledge 
of Bessel functions, it is obvious that these two functions cannot be distinguished by the width of 
their first peaks. Instead, the locations of their first peaks are clearly different. 


Therefore the second statement is obviously wrong. How could these mathematical physicists 
commit such a blatant scientific fraud? 


Photograph #51 was published in the third 1953 paper, but without any indication of its 
dimensions. I saw a replica of that picture at one of my friends’ offices. It was about the size of 
a dime. Presumably the published figure was a uniform enlargement of the original photograph. 
How could one measure the reciprocal space? The reader was not supposed to do this, otherwise 
the argument of the Bessel function on the first layer line could be unambiguously calculated. 


However, the authors provided two physical dimensions, namely the pitch P of the double helix 
was 34 A, and the radius was about 10 to 12 A or roughly 11 A. 


From these numbers, it is immediately obvious that the separation between layer lines is 1 / 34 A 
or roughly 0.03 A’'. Assuming Photograph #51 was enlarged uniformly, the horizontal distance 
for the intensity spot on the first layer line is roughly 0.045 A which is R. Therefore, we can 
easily calculate the argument as follows: 


2mrR=2X3.14X11AX 0.045 A! =3.11 
This number is much closer to 3.05 than to 1.86. 


Again, direct measurement of Photograph #51 also clearly points to the fact that the intensity 
spot on the first layer line corresponds to J,” definitely NOT J,’. 


How could six of the seven original authors who were mathematical physicists do not realize this 
simple calculation? They had Photograph #51 in their hands. Instead, they tried their hardest to 
cover this up. That was also the reason that Wilkins had lost Photography #51. 


Once the scientific fraud was committed, they even tried to cover it up further by claiming that 
their subsequent X-ray diffraction picture of lithium salt of DNA fiber at 66% relative humidity 
was better and showed the same result. They published these two X-ray diffraction pictures on 
opposite sides of the same page with different enlargements, so that it would be difficult to 
compare them. 


When I magnified them to the same size and put them side-by-side, the difference became 
obvious. The intensity spot on the first layer line of the lithium salt picture moved medially to a 
location with an argument fitting J,” and was no longer directly on top of the intensity spot on the 
equatorial layer line. 


Therefore, I conclude that these authors have committed scientific fraud twice NOT once. 
However, political maneuvers have covered up such blatant scientific crimes. 


Possible scenario in 1953 


One may try to reconstruct what had happened back in 1953 under the supervision of Sir Bragg. 
Watson and Crick were instructed to construct a model of DNA secondary structure. They had 
to make use of information provided by others. At the same time, they had to propose a 
“correct” model before Pauling and Corey’s triple helix being verified experimentally. 


Preliminary X-ray diffraction studies by Gosling strongly suggest the structure being helical. 
Using the Chargaff’s rule, Watson and Crick decided on a double helix. 


Pauling and Corey also studied protein secondary structure and proposed the presence of beta 
sheets formed by anti-parallel beta-strains. Therefore, Watson and Crick decided on an 
antiparallel double helix. 


The triple helix of DNA secondary structure proposed by Pauling and Corey had the 
sugar-phosphate backbone in the middle. Therefore, Watson and Crick proposed the opposite, 
namely the sugar-phosphate backbone on the outside. 


Also based on Chargaff’s rule, Watson and Crick proposed the base-pairing using dimensions of 
hydrogen bonds provided by one of Pauling’s students, Jerry Donohue. However, they did not 
realize the possibility of forming Hoogsteen base-pairing. Watson-Crick base-pairing has a 
different geometry, by rotating around the glycosidic bond 180° for the purine bases. 


The ring structures of bases have a thickness of about 3.6 A. Watson and Crick therefore 
proposed a double helical structure with ten base-pairs per turn having a pitch of 34 A. The 
base-pairs were thus closely stacked. 


The Watson and Crick model of DNA double helix looked wonderful, except that it did not 
completely fit the X-ray diffraction picture of sodium salt DNA fiber at 92% relative humidity 
taken by Gosling. The absence of intensity spot on the fourth layer line was in agreement with 
the double helix with major and minor grooves as pointed out in the third 1953 paper: 


“The structural unit probably consists of two co-axial molecules which are not equally spaced 
along the fiber axis, ... if one is displaced from the other by about three-eighths of the fibre-axis 
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Unfortunately, the locations of the intensity spots on the layer lines were not in agreement. The 
second 1953 paper actually mentioned the possibility of more helices. However, with the 
Watson-Crick base-pairing, no model could be constructed. 


It is rather unfortunate that Hoogsteen base-pairing was not thought of. With Hoogsteen 
base-pairing, a detailed four-stranded model could easily be constructed fitting all the 
experimental data provided by Photograph #51. At the same time, the group assembled by Sir 
Bragg had to publish their results quickly, in fear that Pauling’s group might beat them. 


Cover up of scientific fraud by politics 


The ultimate of scientific achievement is the Nobel Prize. Since Sir Bragg was a Nobel laureate, 
he could overrule any scientific fraud included in these three 1953 papers. Most likely, these 
papers were published in Nature without being reviewed as mentioned above. At the same time, 
he probably realized the mistake and directed these authors to find an experimental condition for 
the DNA double helix. Some of them spent seven years to find the artificial condition of lithium 
salt DNA fiber at 66% relative humidity. In 1960, experiment and theory were in good 
agreement. Two years later, Watson, Crick and Wilkins became Nobel laureates. 


The fate of DNA double helix is thus sealed by Nobel Prizes. No scientist dared to challenge 
that finding, except that semi-conservative replication of DNA double helix is physically 
impossible. However, nobody cares since DNA is super-natural. 


On the other hand, the Professor of Biology at MIT was quite correct of suggesting this problem 
to me due to my unconventional educational background. 


My medical training tells me that the use of lithium salt is obviously a scientific fraud. There is 
no lithium salt in our system. Medically it is used to treat some mental disorders. Reducing the 
relative humidity to 66% is totally non-physiological. However, most biologists have very little 


medical knowledge. Most of the medical doctors have little knowledge to understand the 
meaning of X-ray diffraction. 


When I was studying mechanical engineering, I took a course on partial differential equations. 
Fourier transform was routinely used to solve such equations. Again, Fourier transform is 
beyond the comprehension of nearly all biologists. X-ray diffraction studies have been used to 
solve the three-dimensional structures of many biological molecules, but biologists absolutely 
refused to learn the basic principles of X-ray diffraction. 


When I was a medical student, one of my uncles gave me a book titled “Modern Analysis”. One 
of the chapters covers the properties of Bessel functions. I was reading that book carefully, 
while my medical school classmates were all laughing at me for studying something totally 
useless. Bessel functions come in handy to decipher the secondary structure of DNA. 


My thesis in graduate school involved the detailed analysis of face-centered-cubic metals. I had 
to solve the deformation of such metals in a five-dimensional space. Detailed computer analysis 
again came in handy, since the sugar-phosphate backbone of DNA has five single bonds free to 
rotate. I had to analyze the molecular structure by again walking in a five-dimensional space. 


My educational background seems to be ideally designed to figure out the scientific frauds in 
these three 1953 papers as well as the 1960 paper on lithium salt of DNA. Indeed, I have no 
friends with the same background, and I have nobody to talk to. 


Interestingly, I managed to talk to my son with the wonderful ability of abstract visualization. 
Separable intact super-coiled dsDNA 


Since the publication of my paper on DNA secondary structures fifty years ago, I lost all my 
research grants. Fortunately, I managed to collaborate with a famous immunologist on trying to 
identify the antibody combining sites by analyzing the information content of aligned amino acid 
sequences. I did not look at the DNA problem for about twenty years. 


My son was growing up. He was studying Chargaff’s rule in his biology class in high school. 
He came home and told me that Chargaff was a wonderful scientist. I casually mentioned, 
“When we were in New York City, Mom used to work with Professor Chargaff.” He replied, 
“Are you kidding?” During the Christmas of that year, we received a card from Professor 
Chargaff and I showed it to my son. He commented, “I better study biology well.” 


A week later, he asked me, “How can intact dsDNA circles replicate semi-conservatively?” I 
told him, “This problem has been studied by many biologists. They have isolated many enzymes 
known as topoisomerases, gyrases, etc. which can cut and glue back the DNA strands for 
un-winding and re-winding.” He replied, “DNA cannot be that stupid.” 


To satisfy his curiosity, I purchased two rubber tubing, one black and one transparent, to be 
connected at their respective ends by magnetic stirrers. I made a conventional dsDNA super-coil 
and gave it to my son. I said, “Please see whether you can find a simple solution to separate the 
two complementary strands during semi-conservative replication without cutting the strands.” 


Of course, I did not expect him to solve this classical problem. However, a week later, he said to 
me, “I have solved it.” What he did was very simple. He took the two tubing apart, and twisted 
them by themselves and connected their respective ends. The two twisted single strand circles 
were obviously separated. Then he opened them up and put them together. The two circles twist 
together into a dsDNA super-coil. 


Locally, there were four strands of DNA. Furthermore they were arranged in complete 
agreement with the prediction from Photograph #51. I was totally surprised, and started to worry 
about my son. 


I had an old friend who was extremely smart. He went to graduate school and finished all his 
course requirements in one semester. In no time, he finished his Ph. D. thesis research. 
Suddenly, he flipped and simply could not write his thesis. He ended up in a mental hospital 
with an incurable mental disease. 


Indeed, my son went to college and flunked out during his freshman year. He came home and 
decided to find a job. In the meantime, I encouraged him to come to my laboratory to do 
whatever he wanted. 


He designed an experiment proven the existence of separable intact super-coiled dsDNA. His 
simple experiment will be described below. 


DNA is smarter than we 


My son’s experiment is very simple. He ran intact dsDNA plasmid molecules on agarose gel 
with low current together with linearized plasmid molecules and molecular weight markers for 
12, 24, 36 and 48 hours. The molecular markers are linearized dsDNA molecules. 


As expected, all linearized dsDNA molecules stayed as single bands on the gel. However, the 
intact dsDNA plasmid circles gradually separated into two bands. This indicated that the two 
complementary strands of the intact plasmids had linking number zero and could be separated 
without breaking either strand. 


The two bands were then extracted from the gel and sequenced. Indeed they should 
complementary sequences. 


My son’s model of separable dsDNA intact circles was obviously a counter-example to the 
conventional model of dsDNA super-coil. His experimental result would clearly be rejected by 
all biological journals. Our last resort was to submit it to the Bulletin of Mathematical Biology. 


The Editor of that journal sent our manuscript to more than ten reviewers for comments. All of 
them suggested acceptance except one who commented, 


“The result is too beautiful to be true. Reject.” 


Fortunately, the Editor accepted our manuscript and it was published in 1996 when my son was 
21 years old. 


I told him that he could never survive in the academic world. His experimental finding was in 
complete agreement with Photograph #51. His four-stranded structure of intact dsDNA 
super-coil with linking number zero proved the DNA double helix was absolutely wrong. He 
should find a different profession. 


Eventually, he obtained a license to practice physical therapy and could completely forget about 
his adventure of challenging Nobel laureates. Fortunately, I do not have to worry about his being 
admitted to a mental hospital like my very talented friend. 


As for me, I managed to survive in the academic world using my research results on antibody 
structures and bioinformatics. I could never touch the problem of DNA secondary structure as I 
did fifty years ago. 


Nobel laureates ruled by their iron thumbs by politics not by scientific truth. One of good friends 
told me that I have to wait for 150 years. Fifty years have passed, and another 100 years are 
ahead of me. He was comparing with the belief of sun rotating around the earth instead of the 
earth rotating around its own axis. 


Conclusion 


A member of the National Academy of Sciences once said to me, “You should publish a paper 
admitting that you made a mistake on the secondary structure of DNA.” I replied, “Why should 
I? I made no mistake. The Nobel laureates committed the worst scientific fraud of the 20" 
century. Do you care to understand my mathematical and physical reasoning?” He brushed me 
aside, “You are wrong. That is it!” He was obviously try his best to butter up the Nobel 
laureates. 


I remembered that once a young lady in a Mormon church questioned me about my teaching 
evolution. She said, “Do you mean that we evolved from monkeys?” I replied, “No. We and 


monkeys evolved from the same ancestor.” She got really mad and told me to get out of her 
church. The situation with DNA double helix is probably similar. I should get out of molecular 
biology and let the molecular biologists live in peace. 


On the other hand, DNA is not super-natural. It is a physical substance just like any other 
physical substance. Photograph #51 provided a wonderful piece of information about its 
secondary structure. The Noobel laureates made a completely wrong interpretation. Using 
simple mathematics and physics, the correct secondary structure can easily be deduced. 
However, politics plays a vital rule to exclude all reasoning. 


Who are the scientific criminals? Literally everyone insisting that DNA is a double helix must 
be included. The basic problem is that nobody dares to challenge Nobel laureates. That is a 
simple rule in politics, similar to the religious indoctrination of not challenging the authorities. 


My son and I, probably a few others, are trying to defend the scientific truth against this massive 
current of political slaughter. The chance of survival is minimal. Therefore I come to the 
conclusion: 


Politics is more powerful than scientific truth and dictates scientific truth. Most scientists are 
more interested in buttering up Nobel laureates than defending the scientific truth. They should 
be ashamed of themselves. 


Indeed, sometimes I regret getting into the scientific field. I would probably have been happier 
to stay in the medical field and become a psychiatrist. 


